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C T C T 2 3 4 5+ 2 3 4 5+ 2 3 4 5+
1bp Deletion 1bp Insertion

>1bp Deletion at Repeats
      (Deletion Length)

>1bp Insertion at Repeats
       (Insertion Length)

 Microhomology
(Deletion Length)

Homopolymer LengthHomopolymer Length Number of Repeat Units Number of Repeat Units Microhomology Length
1  2  3  4  5  6+1  2  3  4  5  6+0  1  2  3  4  5+0  1  2  3  4  5+1  2  3  4  5  6+1  2  3  4  5  6+1  2  3  4  5  6+1  2  3  4  5  6+0  1  2  3  4  5+0  1  2  3  4  5+0  1  2  3  4  5+0  1  2  3  4  5+1 1  21  2  31  2  3  4  5+

ID1  
Sig. Mutations: 430/24.0%
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C T C T 2 3 4 5+ 2 3 4 5+ 2 3 4 5+
1bp Deletion 1bp Insertion

>1bp Deletion at Repeats
      (Deletion Length)

>1bp Insertion at Repeats
       (Insertion Length)

 Microhomology
(Deletion Length)

Homopolymer LengthHomopolymer Length Number of Repeat Units Number of Repeat Units Microhomology Length
1  2  3  4  5  6+1  2  3  4  5  6+0  1  2  3  4  5+0  1  2  3  4  5+1  2  3  4  5  6+1  2  3  4  5  6+1  2  3  4  5  6+1  2  3  4  5  6+0  1  2  3  4  5+0  1  2  3  4  5+0  1  2  3  4  5+0  1  2  3  4  5+1 1  21  2  31  2  3  4  5+

ID2 Sig. Mutations: 288/16.1%
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C T C T 2 3 4 5+ 2 3 4 5+ 2 3 4 5+
1bp Deletion 1bp Insertion

>1bp Deletion at Repeats
      (Deletion Length)

>1bp Insertion at Repeats
       (Insertion Length)

 Microhomology
(Deletion Length)

Homopolymer LengthHomopolymer Length Number of Repeat Units Number of Repeat Units Microhomology Length
1  2  3  4  5  6+1  2  3  4  5  6+0  1  2  3  4  5+0  1  2  3  4  5+1  2  3  4  5  6+1  2  3  4  5  6+1  2  3  4  5  6+1  2  3  4  5  6+0  1  2  3  4  5+0  1  2  3  4  5+0  1  2  3  4  5+0  1  2  3  4  5+1 1  21  2  31  2  3  4  5+

ID3 Sig. Mutations: 180/10.0%
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C T C T 2 3 4 5+ 2 3 4 5+ 2 3 4 5+
1bp Deletion 1bp Insertion

>1bp Deletion at Repeats
      (Deletion Length)

>1bp Insertion at Repeats
       (Insertion Length)

 Microhomology
(Deletion Length)

Homopolymer LengthHomopolymer Length Number of Repeat Units Number of Repeat Units Microhomology Length
1  2  3  4  5  6+1  2  3  4  5  6+0  1  2  3  4  5+0  1  2  3  4  5+1  2  3  4  5  6+1  2  3  4  5  6+1  2  3  4  5  6+1  2  3  4  5  6+0  1  2  3  4  5+0  1  2  3  4  5+0  1  2  3  4  5+0  1  2  3  4  5+1 1  21  2  31  2  3  4  5+

ID5 Sig. Mutations: 738/41.2%
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1bp Deletion 1bp Insertion

>1bp Deletion at Repeats
      (Deletion Length)

>1bp Insertion at Repeats
       (Insertion Length)

 Microhomology
(Deletion Length)

Homopolymer LengthHomopolymer Length Number of Repeat Units Number of Repeat Units Microhomology Length
1  2  3  4  5  6+1  2  3  4  5  6+0  1  2  3  4  5+0  1  2  3  4  5+1  2  3  4  5  6+1  2  3  4  5  6+1  2  3  4  5  6+1  2  3  4  5  6+0  1  2  3  4  5+0  1  2  3  4  5+0  1  2  3  4  5+0  1  2  3  4  5+1 1  21  2  31  2  3  4  5+

ID8 Sig. Mutations: 156/8.7%


